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* * •*♦ •* • •••• • • . ## # 

aw l£SiiiIiIsdifiIiiis;iIu:IjIil?£T;EiitmiiiisiTlji£iIiiII 

* CCGC66Ta6T6TA CCTCACCCAC6CCTCCTC66T6C6CTATCGTCCBCT6CGCTXaCTC 

MSV-1 9C. HSVT7 gF 
ttr«in«t1on COdO"* 

** ** ••• •*•• • ••••• 

•TATA 2* 



IIS"I"?"5:::;:5 cttgctc - 6 * t «cg«cg*g«*cggcgtgmc!!-cIm* h? 0 

HSV-? TTTTCCC»CCGGM*ATCCTCGGCCCG*TCC-GA*CGGCGC*CGCCGCGTGGGCTCC**a 

MSW-1 tGCCTCCCCCTG*GCC-GCTTTCCTACC**C»C»CCGGC*TGCc""TIcT^IG* ,,,, lann 
HSV-Z CGCCTCCGG*AGA6*GCGCCCCGCCCCGAT.*TTCA»GCCCGCGGTGGTMT^«m 

NSV-? secono Open rctdin 
frt«f initiation codon 

HSV-2 CCGTGCTTCGGGACCCGCCTACCAGCCCCTCGCCCCGCGGCCTCCCCCG^CGGGCTCG 



730 bp HSV-1 «RMA 
Initiation codon 



MSV-? 6CAG6AATTCAACGC6GGATGCGTCGCCTG6GACCCCACCCCC6TCCA6CACGA6CAGGC 

6GTC6GCGGCT6CA6CGC6CCGGCCACCCTTATCCCCC6TGC66CCGCCAA6CACCTG6C 

•• *• * • • . 

5$CCGTC6CAC6C6TCCA6TCGGCAAGATCCTCG6GCTACT66TGG6TCA6CG6AGAC6G ?)40 
HSV-2 CGCTCT6ACACGCGTCCA6GCGGAGAGATCGTCG66TTACTGGTGGGTCAACWAGAC66 

2t!"i "IIS5 66 CCCGCCTGCGGCTCGTC6AC66C6TT6GC66TATTGACCAGTTTT6C6A66A 2400 
HSV-? CATCCGGACCT6TCTGAGACTC6TC6ACAGC6TCA6TG6CATCGAC6AGTTTTGC6A6GA 

J[^ 6CCCTTC6C * T * TGCT * CT * TCCCC6C * STCCC "«GCTTTGTTCAGTTTGTAAC ?460 
HSV-J TTCGACCCGCAAC6CGCTGC6GCTGCC6TGA f49 , 



FIGURE 13 (Part 2) 
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c C C CC CCCK C N CCRC c cc 

* • • •••••• • • • 

HSV-1 gC 1 «AP6«V6LAVVL«LLWl6AGVA6CiTr«T6PTITA6AVlRI3tAPTS 
HSV-2 gF ML6»V6lAVUW6LlWVmi 4gW 6>TITWW&iiawAAP5 

•CNCC * « CNCN CCNC 
••**••*•••••**♦#••••#*•••••• ••••• • « •••• •••• 

HSV-1 gC 50 6SP6SAASPSVmSTPM» t5^fcfnn> TPTEPASPPTTPKPTSTPtSPPT 
HSV-2 gF 48 .. .... VPtffnAPRTTPTPPQPRKATKS 



■ CMC JM C CCCC NNC • 

HSV-1 gC 101 STP0PKP*5^AKS68PTCPP6-PvJa0RR0PLA«T6SRVOl^Faff 
HSV-2 gF 71 KASTAKPATPrTp. K T6-PPKTSStPV^KRH0PLARYQSRV0 llQ* FPfc 

C C CCCCNCC CC H CC CC N -ft 
• • ••••••• • ># ## ♦ • 

HSV-1 gC ISO 5*«FRL0IWYSH6PSPP|APAP0tCCVLT(f7lAPPGGtLVY0SAPBL 
HSV-2 gF 117 gJRTESRLQI WYATATDAClGTAPSlE C VMlfcv|APP6GQLVYDSAp£R 

C CM C CD C C CC «C 

§* • • ♦ • • 

PHVLVAEGAGPGAOPPLYSVTGPlPTQRIIIGEVTPATQGHYYIAtfGR 
PHVlWAEGAGPGASPRLYSVVGPLGRQRLMCClTltTQGHYVWVtfGR 

C N NC C CC C C R RC 

• • • • * * 

HSV-1 gC 250 HOSPHE YGTWVR VRNFRPPSL TLQPHAVHEGQPFKAn3rAAAYVPRflP VE 
HSV-2 gF 217 TDRPSAYGTWVR VR VFRPPSlTlHPHAVLEGQPFKAlQrAATYVPGRRAE 

« RCNCNCC C C C 

HSV-1 gC 300 FOWFEOOROVFHPGO I DTQTHEHPDGFTTVSTVTSE AVGG0VPPRTF7H) 
HSV-2 gF 267 FVVFCOGRR VFDPAQIHTQTQENPDGF ST VST VTSAAVGGQGPPRTF TJCp 

C C C C C CCH C 

• * * * * *** * 

HSV-1 gC 350 MTVHRDSVTFSRrCTSjL AL VLPRPT] TMEF6VRH VvFVAdcVpEG VTFA 
HSV-2 gF 317 LTtfHROSVSFSRRpAy TASVIPRPT I THEFTGDHAvjCfAypf PE6 VTF A 

C C C CC C NC C C C CCC N C 

* •*••*•••* • • • 

HSV-1 gC 400 kfFl COOP SPA AKSAVTAOE 4cbHPGl ATVR ST LP I S YDYSE YlBwL TGYP 
HSV-2 gF 367 WFLGDDSSPAEK VAVASQTqcjGRPGTAT IRSTLP VSYEQTE Yljy L AGYP 

H N C CC CC C C CC C 

• •••****••*• 

HSV-1 gC 450 AGIPVLEHHGSHOPPPROPTEROVlEAlEWVGIGIGVLAAGVLVVTAlvr 
HSV-2 gF 417 0G1 P VLEHHGSHQ PP PR OPT ERQV IRAVEGAG1G VAVl VAVVLAGTAVV V 

CCCC NN N NN 



HSV-1 gC 500 VVRTSOSRORHRR 
HSV-2 gF 467 I THASSVR YRRL R 
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CCC C C CCCCC 
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HSV-2 730bp ORF 1 MAFRAS6PAYQPLAPRPPPARARVPAVAV! GVGA! VGAFAl VAAl VI VP 
HSV-1 730bp ORF 1 NRARLPAAAVVGVGTI IGGVVI !AAl VLVP 

CCCC CCCC c 

♦ • • • * * *• • 

HSV-2 730bp ORF SO PRSSH6LCPC0SGW0EFNAGCVAVOPTPVEHE0AVGGCSAPATLIPRAAA 
HSV-1 730bp ORF 31 SRASHALSPC0S6WHEFHL6C ISUOPTPNEHEQAVGGCSAPATll PRAAA 

C CC CC N CM CCNC 

* •• •• • • • * • 

HSV-2 730bp ORF 100 KHLAAlTR VOAERSSG VVVVRGDGIRTClRL VDSVSGI06FCEEL 
HSV-1 730bp ORF 61 KQLAAVARVQSARSSGYUVVSGOG IRARLRL V0GVG6I0QFCECPALRIC 

HSV-1 730bp ORF 131 YVPRSP66FVQF VTSTRftAlGLP 
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